Abterra bio Alicanto®

Alicanto®

Functional antibody discovery from human serum
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Deliverables

e Interactive report showing repertoire analysis and candidate diversity
e Sequence information for all candidates

« Hit expansion on all candidates to discover relatives of hits

e Binding analysis for candidates
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Abterra bio Alicanto®

Alicanto® is a platform to identify high affinity
antibodies present in patient serum. In this study, we
use Alicanto to identify SARS-CoV-2 antibodies from
three donors who were vaccinated and naturally
infected with SARS-CoV-2. Selected antibodies were
analyzed for
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Selected antibodies were recombinantly expressed and

_ _ tested for binding to Spike domains, for binding to three
SARS-CoV-2 variants, and for inhibition of ACE2 binding to
RBD (a proxy for neutralization).

* Most antibodies bound to RBD, while 3 were found to

bind NTD
- » 16 antibodies bound the wild-type virus protein, while 7
- showed binding to a new Omicron variant.

» 6 of the antibodies blocked ACE2 binding to RBD.




